Measurement of fresh weight and water potential Fresh weight and water potential were used to monitor the water status of cut flowers during dehydration and rehydration.
B) Conformation of gene silencing
To determine the expression levels of RhACS1 and RhACS2 in sepals and gynoecia along with the expression levels of RhETR1, RhETR3 and RhETR5 in petals of silenced flowers, primers were designed outside the 3' end region used for VIGS to avoid amplification of virus RNA from the silencing vectors ( Supplementary Table   S3 ). This ensured that only the endogenous RhACS1, RhACS2, RhETR1, RhETR3 and The 2164 bp fragment of 5'-upstream region of RhACS1 (accession no.HF562220) and the 1584 bp fragment of 5'-upstream region of RhACS2 (accession no. HF564634) were isolated from rose genomic DNA according to the instructions of the LA PCR in vitro cloning kit (TaKaRa, Dalian, China). The amplified sequences were digested by SphI and XbaI and then inserted into the binary vector pBI121 in order to replace the cauliflower mosaic virus 35S promoter which lies upstream of the ß-glucuronidase gene.
B) Gene transformation in Arabidopsis
Arabidopsis thaliana Columbia (Col) plants were transformed according to the floral dip method (Clough and Bent, 1998) using the Agrobacterium tumefaciens GV3101 strain carrying the constructs of pBI121-Pro RhACS1 ::GUS or pBI121-Pro RhACS2 ::GUS. Arabidopsis seeds were surface-sterilized using 5% NaOCl for 10 min, washed off and stratified at 4°C for 3 d, and then sown on MS medium to allow for germination. Eight-day-old seedlings were transplanted to 7-cm pots filled with 1:1 mixture of peat and vermiculite in a controlled room under 23 ± 1℃, 16/8 h (day/night), and 80-100 µm -2 s -1 illumination. The plants were watered every 4 days.
The T0 seeds collected from transformed plants were germinated on the MS medium containing 50 mg L -1 kanamycin (Km) to screen for positive transformants.
C) Treatments of transgenic Arabidopsis
For dehydration treatments, inflorescence of the tranformants mentioned above were cut down completely and dehydrated for 2 h in plastic Petri dishes with the lid removed at 22℃ under light (80-100 µm -2 s -1 illumination) conditions.
D) GUS assay
For the histochemical GUS analysis, inflorescence after dehydration treatments were incubated into a GUS staining solution (75.5 mM sodium phosphate (pH 7.0), 0.1% Triton X-100, 0.05 mM K 3 /K 4 FeCN, 10 mM EDTA, 20% methanol (v/v) and 50 μg mL -1 5-bromo-4-chloro-3-indolyl glucuronic acid) at 37℃ overnight. Inflorescence were then cleared by ethanol and imaged shortly thereafter. 
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RhACS1 (VIGS) 5'-GCTCTAGAAGTATAACTCATCCACTCAAC-3' 5'-GCGAGCTCGCAAAGATATTCAGATCACTA-3' RhACS2 (VIGS) 5'-GCTCTAGAAAGAAGAGCTGCTGGCAAAG-3' 5'-GCGAGCTCCAGGTGAGAAACAATTGCATG-3' RhETR3 (VIGS) 5'-GCTCTAGAAGTATAACTCATCCACTCAAC-3' 5'-GCGAGCTCGCAAAGATATTCAGATCACTA-3' RhETRs (VIGS) 5'-CGTCTAGACAGAAGCACTCTTGATCGACAT-3' 5'-TACCCGGGTTTGACAGAGGCAACAGGC-3'
